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Virological characteristics, transmission route and resistance of the novel

coronavirus 2019-nCoV

LI Jian-hui %, MA Jing %, KANG Wen * SUN Yong-tao *
(1. Department of Infectious Diseases; 2. Department of Gastroenterology, Tangdu Hospital, Air Force Medical University,
Xi'an 710038, China)

ABSTRACT: Since December 2019, there have been several cases of "pneumonia of unknown cause" with fever,
fatigue, dry cough and progressive dyspnea in Wuhan, Hubei province. In less than a month, the pathogen was
isolated and identified as a novel coronavirus, which was provisionally named 2019 -nCoV by the World Health
Organization (WHO). Subsequently, pneumonia caused by the 2019 -nCoV rapidly spread to other parts of the
country and worldwide. As of February 11, 2020, the epidemic is still developing rapidly. Basic and clinical studies
have also been rapidly followed up. Here, we provided a brief review of the virological characteristics, transmission
pathways, environmental resistance and disinfection methods of the new virus. We hope that it will provide the basis
for better control of the current outbreak. In view of the limited time and the rapid progress of the research, the

issues discussed in this review may be updated and corrected in future studies.
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