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[ Abstract 1 Objective To explore active components and mechanism of
Sophora flavescens for novel coronavirus with myocarditis by using network
pharmacology. Methods The active ingredients and its related targets of Sophora
flavescens was obtained by TCMSP database, and the targets of 2019-nCov and
myocarditis were found in GeneCards database and OMIM database; the R software
was used to predict the targets of novel coronavirus with myocarditis, and use
Cytoscape software to build a "drug-active ingredient-disease-target" network;
protein interaction was analyzed by String database and key targets were
screened. The R software was used for KO function analysis and KEGG
pathway analysis.Results Fourteen active components and 34 targets of Sophora
flavescens were screened. The enrichment analysis showed that the targets mainly
involved 63 biological functions and 135 pathways. Conclusion Sophora flavescens
may play a role in anti-2019-nCov infection complicated with myocarditis
through the joint action of multi-components, multi-targets and
multi-pathways.
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