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Super spreaders in the epidemic of infectious diseases
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Abstract: Super spreader is the infected individuals that can disproportionally and
efficiently transmit pathogens to more than 10 naive individuals, most of which are
family members, health care workers, and other close-contact persons. Because super
spreaders were frequently reported in the recent outbreaks of infectious diseases, early
discovery, early diagnosis and management of them are of much importance for
prevention and control of infectious diseases. Thus the importance, factors or
parameters of formation, characterization and interventions of super spreaders are

shortly reviewed.
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